Supp. Figure 7 . Validation of circRNAs from serum. RNA was isolated from human PBMCs, HUVECs, or serum and divergent circRNA specific primers were used for RT-qPCR analysis of circ_000722, circ_001305 and circ_001445. Amplification plots and dissociation curves are shown for the serum samples only. RT-qPCR products were visualized by electrophoresis in SYBR-safe (Invitrogen) stained gels. DNA gels were used to visualize that a single amplification product was observed, but since these products were run after the RT-qPCR reaction was complete differences in abundance may not be able to be visualized. Amplification curves were used to calculate relative abundance.
Supp. Figure 8 . circRNA changes with human age. RT-qPCR analysis of the indicated circRNAs from the young and old validation cohort. Amplification plots of circRNAs in serum are shown. The RT-qPCR products from these reactions were visualized by electrophoresis in SYBR-safe (Invitrogen) stained gels.
DNA gels were used to visualize that a single amplification product was observed, but since these products were run after the RT-qPCR reaction was complete differences in abundance may not be able to be visualized. Amplification curves were used to calculate relative abundance in Fig. 4F . 
